

~4. [AMENDED] The mbfliod of claim 1 [any one of claims 1 to 3], wherein 
c) and/or d) the adaptor or primer used contains at least one phosphorothioate bond.— 



~5. [AMENDED] The method of claim 1 [any one of claims 1 to 4], wherein 
step e) is performed using as primers, eitt^er successively or together, both the mixture of 5'- 
flanking VNTR amplimers and the mixture or3/-flanking VNTR amplimers.-- 



y ] —6. [AMENDED] The method of clakn 1 [any one of claims 1 to 5], wherein 
there is used in step e) genomic DNA of one or more mem'hers of the species of interest which 
manifest a trait of interest, whereby the resulting mixture of V^JTR alleles and their flanking 
sequences is representative of those which manifest the trait of inter^t.— 




9. [AMENDED] The method of claim 6 [any one of claims 6 to 8], wherein 
at Kast one VNTR allele and its flankh^ sequences representative of those which manifest the 
trait of interest, is hybridised with a mixtifcre of VNTR alleles and their flanking sequences 
representative of those which do not manifest theSrait of interest, and at least one match and/or 
at least one mis-match is selected to provide at least oni^VNTR allele or fragment thereof which 
is characteristic of the trait of interest.— 






— 13. [AMENDED] Thp^rortion as claimed in claim 1 1 [or claim 12], wherein 



each member of the mixture has an adaptc^^ach of its 3*-end and its 5'-end.- 
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—15. A portion of gbnomic DNA of a species of interest, said portion consisting 
Essentially of a representative mixture of jy flanki ng regions of a chosen VNTR sequence, each 
member of the mixture carrying an adapto^ffE^s ^ -end, and a representative mixture of 5- 
flanking regions of a chosen VNTR sequenceT^^ meml^r of the mixture carrying the same [an] 
adaptor at its 5 '-end.— X» 




19. [AMENDHD] The method of claim 16 [any one of claims 16 to 18], 
erein at least one VNTR allele and its'^anking sequence representative of those which manifest 
the trait of interest, is hybridised with a mi^||^f€rTyfWNTR alleles and their flanking sequences 
representative of those which do not manife^pffiflFait of interest, and at least one match and/or 
at least one mis-match is selected to provide at least one X^TTR allele or fi-agment thereof which 
is characteristic of the trait of interest— 



-24. [AMENDEDp^e method of claim 22 [or claim 23], wherein the at least 




one^lele arfd its flanking sequences represeh^tive of those which manifest the trait of interest, 
is provided with 3 '-overlapping ends.— 



—26. [AMENDED] Tl^ method of claim 1 or claim 16 [claims 1 to 10 or 16 to 
, wherein the VNTR allele and its flankin^s(;egions, or the mixture of VNTR alleles and their 
flanking regions, is analysed by being applied imder hybridsation conditions to an array of 
inmiobilised VNTR alleles and/or their flanking regions.-^ 





y ^' I —27. [AMENDED] A kit comprising protocols and reagents for performing the 

method of claim 1 or claim 16 or claim 24 [any one ofl claims 1 to 10, 16 to 24 or 26]. 
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